. Microarray analysis of OTS514 treatment. H929 cells were treated with 15 nM OTS514 or DMSO equivalent for 24 h. RNA from three independent experiments was analyzed by microarray. A. GSEA of hallmark gene sets. The gene sets most significantly disenriched by OTS514 treatment (enriched in DMSO controls) are presented. ES, enrichment score; NES, normalized enrichment score; FDR, false discovery rate; FWER, family-wise error rate. B. Full enrichment profiles for "E2F_TARGETS" (left) and "G2M_CHECKPOINT" (right).
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